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F-r D N A (^Ji^tc-iaia L> ^— O t'h ^ - ^J' - J; o X^ft^^ifL(D^m.^m 

[ii*^3] ^^l'> H&f5i5^^v:3-;^M7fc*^^<^y9-^^-^^ ^*='- 
Ft■^DNA;6^Wlrtg^m^.T'SX^tL/ili^:® 1 l^fam<^^vi'; bT^^ffl 

F-r^DNAC9±»fLlC'f4fi-r^lt^:^3 tcifi«o>x-> ji li TM^Bo 
[0 0 0 1] 

':/;1/:5'5^;Vt*V T • ^r/N'vT (Burkholderia cepacia) (Dif)VU- 

[0 0 0 2] 
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^-v: 2/ 



r-'iz/^iyr (Burkhorderia cepacia) K S m) ^S^m^i-^^^^^^^ttTV^ 

5:rz- Ki-;?>DNA<^— ^^>^^$tt/co t/c. J^va^'; tr • (Escheric 
hiacoli) •C<^lfiimt^Sfe?&LTV^«5, (J^±, o L^>L^::6^'f>. 

[0 0 0 3] 

^^;5)t?, J^ViV • 3i;<^^ h ^n-A^i?!^^ Lt^ c cm^ (cyto 
chrome C maturation system) ifi^hi[LX\f^ho c cm^ti. j^v^V liT • 3 

fp:i:i)tl) o c cm^^rr- Kf ^^-^n^ ( c c mAB CDE F GH) <^DN 

Awm^tm\zmhiiHztj:^x\^^:^ 3) o ^h\Z.^ ccmm^H 

ttrv^;i> (^^^|^^:^:m4~7) o 

[0 0 0 4] 

•tfz^ c cm:t^n>^'^try^;^5 Ft UT> |W|:t^n i^=|r p A C Y C 1 8 
4lwtfALT#f>^X7t7'9;^5 KpEC8 6 i^'^XWi^) Ti^^'bttTv^^o 
[0 0 0 5] 

[#W^:$:m 1 ] 

Sl^-^rli^O 2/'3 6 7 7 Q-f'/N'V^ V-;/ b 

mm^-xmu 

J. Bacterid. 177, 4321-4326 (1995) 
Nature 409 (6819), 529-533 (2001) 

tbiE# 2004-3036613 



#M 2003-082739 



: 3/ 



GeneBank database accession U0008 (1993) 

[^#fF:6:m4] 

Biochem. Biophys. Res. Conunun., 251, 744-7 (1998) 

Biochim. Biophys. Acta, 1411, 114-20 (1999) 

Biochim. Biophys. Acta, 1481, 18-24 (2000) 

Protein Sci 9. 2074-84 (2000) 

Biochem. Biophys. Res. Commun., 251, 744-7 (1998) 
[0 0 0 61 

[^mi!)m^ Lx^tir:h mm] 

^^m^hii. x.vii;i:T- ni;tri3v^T. mm^}^^-:^M7k^mm<r> a 
[0 0 0 7] 

3- K-r^DNAO|&3S;6^ nWM(Oc cni^0^m?rJ^5ti-^Ci:tca:o-Cli5 
[0 0 0 8] 

(1) •:f)i^^^)i^rvr ' ^^•<Z^T<D^)Va'-::^mji^mWM<^a^-X:3.z^y 
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) ic|fi|^<7) V i i; t TM*ffl0o 

:*«limt^^?^S'e^A^tLf^ (1) i::|am<^^vi'; liTM^Mo 

(4) y'^T'^^^y h K-t-;6DNA>6«a-«J-'r^-:y h^n- Kf ^DNA 

(o±mKiiLm:ir^ (3) icfem^oj-vo^ V trmmo 

(5) ItrlBJ^Vi'; t:TJS«B®7&^-:i^->iV l:T • ^iVr-ab^ (1) ~ (4) <^v^ 

(6) (1) ~ (5) (7)V^-ftt;5^3|Bf&OJ^Vi'; liTSiBm^^^bT. a"^ 

[0 0 0 9] 
lO 0 1 0] 

ttz^ mtS.yjV^yi^jVr'V r • -t^N-v^ri: Urti^ KS1^> J CM 2800 

J CM2 8 0 x{i J 2 3 1 bwmmifi^^^o Ks iwit. ms.^ 
Wi^Amm^mM^^m^prnw^m^n'ty^- (=r305-8566 u^m^mwr-o 

<{?rtmiTS l#ttllf*^6) lc^K#-^FERM BP-7 3 0 6 i:L.T 
^i€$tLTV^;5.o J CM2 8 0 0^Xt± J CM2 8 0 l^ti. S'fk^^^^a^ 
(Japan Collection of Microorganisms, JCM) ^^^A¥t"^>^ 



tlilE# 2004-3036613 



mm 2 0 0 3-0 8 2 7 3 9 v I 5/ 

t.i!)^-r^^^o ttz^ J 2 3 1 5Wli^ American Type Culture Collection (ATCC 
) HATCC#-f-BAA-245 ^ LT> TTie Belgian Co-ordinated Collections of Micro 
-organisms (BCCM™) I' B^#-^LNG 16656 1 LX^st ^ ttT i3«). 

[0 0 1 11 

tf^^#DNAif>t<^:^^@B^J^ifi^J#^l t^^l" (WO 02/36779-f- 

ORF) 7&q?:SU 5' *«fii^-^>2#S:5.l>'3#eOORF(i. ^tt-Ptta^J" 
(@£^iJ#-^2) . RZf^^r^^y h (mm'^S) 
l#@<^ORFi±y ^J-r^^---;' b (iB^J#^2) =Sr n - K LTv^^ i: 

tt;g)o i^. @B^j#-^9:s.y'^i otii5v>-c> iii#i<^T^ym?^*{ivai^fam 

[0 0 12] 

V). @£^J#^3<^T^ ymse^iJt'^fev^T^ iXtiltl^OT^ y®^^al^^fi^^ ^ 
^oT'biv^o SB^J#-^3 titi. ie^J#^10J^*ie^iJl:iJ:o-C3- F$tL 

^L<^^l~51a^ L<t±i~3l@-e^^o 

[0 0 13] 

t ^> fi'fy^^. y Y it<5^{±. GDH<^ fi-^yj-z:- yYt VXmM IS 19 
. @B^J#-^1 0<^T^ ym#:^2 3-4 2 5:*^'?>'5:;S>T5 y^BB^iJJCiSV^-C. 1 
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[0 0 14] 

a -9-:/^- -7 hii^S^-i: L-C:i:#:fi«JlC{±. mn^^ 1 <7)^^§-^ 7 6 4-2 3 
8 0>&^f>'5J^^*ie^J«:'^tfDNA:;&5^tf«b:rtJ2,o tfz. a^-zTcn-^y VikU^ 
it. Sa^JH-^ 1 <7>m*iB^Jom*#-^ 764-2380 3&^<b ^;2>:^^iB^J=S:^•t 
[0 0 15] 

S^c. ^Hfy'^^-y yMi^'f't LXMri^miZit. K^iJ#-^ 9 <0:^^1=-^ 1 8 7 
-13 9 STb^h^^^mmm^-^t^DNAibmifhft^o tfz /S'fyj-^y hit 
f£T{±> M'^m^ 9 187-1398 ^ ^ia^Sfi^J D N 

[0 0 16] 

^f5>^ b U 70%. ^8^tL<t±80%. J: 9«f * 

t<{i9 0%m±<7))faiW!'ft^*1-'&DNAIHI±7&5/N^-7*V ^'-fX-r^^ft. :Sr'f*^ 
^tc(i, IXSSC. 0. 1%SDS> 6 O'CT&^WbtL^o 

[0 0 17] 

xm^ir^:Lti>^x^^o tfz. ^mmm^^^^^xif^mLfz:i-v=f^^^^^'f- 
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[0 0 18] 

o 

[0 0 191 

(oiik-^i^-D N A ^mm t L> e£^j#-t 12.13 ^tv 3*^ ^ 

[0 0 2 0] 

bit^S^) ^^tfDNA (JUT. rCDHa ^itfEi^J iiV^"?) ^rlS&mtfe^^^. 
[0 0 2 1] 

miBJ:.->i'; liTm^mT'^tg-t'&^iJ'^-i: tT(i> 'E^llx.tf. pBR322. pUCl 

8> puciis. puci9x pucii9. pAcyci84. pm.i22m^^mfhfL^o tfz. m^-y 

u^-^-tLXii^ mkiflBC^ trp. tac. trc. Pl> tet. PhoA^:*s^if P>tt 
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^-''J : 8/ 



nxir^ t j; o ^ — ^(Dmxt-fu^- ^ -om^ t ^ 

m CXjg-e^f 9 ^tTb^X-^:ho ^<DXo ^^rn^iJ' - LTfi. pTrc99A. pB 
luescr ipt. pKK223-3^:e>^^lf h o 
[0 0 2 2] 

[0 0 2 3] 

;$:||^ O V a: i; li r Jliim (±x J: 9 t TGDH a p itf5i=-*^aiA ^ 

ccm^ti^ ccm^^nv ( c c mAB C D E F GH) J: oTn- K^^L 

;5:^*SByiJ (DDBJ/EMBL/GenBank ACCESSION AE005452) tlglcrv^-C'^^-r^ «1 ^ 
[0 0 2 4] 

c cm^^uyt\.X\t. ffr|Bco#^$tL-C\/^^:^^ie^iJ^;i-t;g)DNAO'fte 

Ki-;g)DNAt?2boT^>iv^o 
[0 0 2 5] 
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[0 0 2 6] 
[0 0 2 71 

c cm^^n>=^-^tf7'^X^ FtbT. |WI:^^n >:d^'p A C Y C 1 8 4 
AL-C#ibttytpEC8 6*«^tf'b:ft;?>o |^:^-^n>(i. t e t ^U-t"- ^ 

[0 0 2 8] 
[0 0 2 91 

[0 0 3 0] 
[0 0 3 11 
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mkif. ^^v>. m^:-^:^. mm^^:^. -if-r > to^t?. 
j^T;^?&';jftffi%'5r^^^'^ffl^tL^o ^o^. Rm:^. ^m.^. -^^ 

^s/'^A, i3)v=ytf-u. p&v^^A. -^^ify. m.^^j:i^(o^m. m^(or^ 

[0 0 3 2] 

^Mb#^:6^ U<ti20~42'C^JgT-*,^o J: oT#i^-M 

^^mi-^IEH-C'^l:^Mt4#^7&^ L < {±pH6.0-9.0®J^O^fflT-*^o 
[0 0 3 31 

[0 0 3 4] 

$ h iw^mr > -^7 A , ^m-^ h A ec^m^f ^a. * ^ li^TKtt^^ 
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[0 0 3 5] 

z^aLV\^rmmmxit(sim^m-^^ a-^zr:^.:^^ ^(D^i^m. muLxm 

[0 0 3 6] 

Sanger Centre <oy)V^^^)VrV T • •tyN"vTJ2315;»^V i.r'-^-^-:^ (ht 
tp://www. Sanger. ac.uk/) ^fflv^T. KSl*a5^DH<0 ^^^^^ h^^^T-'S:^ 
^bfco i-Tl'0J<b:^MC$ttTV^^KSl^GDH^^J-y^^';' ><^N*^i2^J (SB^J 

r7-;Hifc7lc^l^# (Tamaki T. et al., Biochim Biophys Acta 1088(2) : 292-300 
(1991). Matsushita K. , et al.. Biosci. Biotech. Biochem.. 56, 304-310 ( 
1992). Takemura H. . et al., J Bacterid, 175.6857-66 (1993). Kondo K. et 
al., Appl Environ Microbiol. 63,1131-8 (1997)) . Ji;Vlfr.Tsp. > 
-K-t^^^sp. (YumDY, et al., J Bacteriol 

.179.6566-72,(1997). Matsushita K. et al,. J Biochem, 85, 1173-81 (1979)) 

s V' da^<7)V;veh-;V®^^^^ (Choi, E.S.. et al. 
, FEMS Microbiol. Lett., 125, 45-50 (1995)) . ^;Hf^Tsp. . 
Ts p. m^<0 2-'^y^)l^::jyWmji^mmm (Pujol CJ et al., J Bacteriol 
,182,2230-7,(2000)) <D^ Y ^ UM. c^r::i-^y Y t^'eu-J-coM^^T ^ y 
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[0 0 3 7] 

^ - ;^ t>BLAST=l: fflv^T^^^nv^-Oi^v^T^y WMn ^ :3 - K L T 
v.^^-f^^@B^j=£rmmbfCo ortc. #t>ttfc5o<^iE^Jlc^L-C. KSl^GDHa 

^lilR$tt;i>T5 /^K^iJ^^^l^v^.-^-tnv- (>90%) i^Lfzo 
«200~500bpi:M:6>ofcOT% vlttibOia^JlwMLTffilWItt^^l^v^gE^iJ^. Bias 
t^Srfflv^Ty;^^^;^"^'; T • -b7N'>'TJ2315*5^(^y/ At*-^-^-^^"^^^ 
L. #if>t^o:&g'^t?-e7to -eoftS^ 3110bp<^ifM'^#/Co #^tL/i:^*iB 
K ii(m<D C i: S ^ ORF i; 1275bp:6^ ^^^^h^n-Ac m^t^'fE?- 
tt^ORFT&q?^ L/Co # ^ tuyi:J2315^.cD^*@£^j ^ n - ^ > ^ $ ti^T 

KSl;^<^GDHit<5^ (BB^J#-^1> WO 0 2/3 6 7 7 ^^f^VVVy h#HSj 
<7)0RF (SS^J#^ 1 2 3 8 6 \>XW) fi. i8 — 9-^^^ ^7 b ^ 

It^T^y'mK^Ji:. ifi^J#-^ 1 f <^:^*#^2 4 5 2-2 4 6 6 (^m*@B^!l l:: 
J: o -Clim^ 5 T 5 y m^^^-^ b i h f> '^> . -ifiaORFti ^ -If 

[0 0 3 8] 

(1) m#<^^ai:5.t>*'5^>'-^<^ttw 

KSl;|**5ml<^^^:ftm (0.5% polypepton ^ 0.3% yeast extract , 0.5% NaCl 
) «:ffiv^-C37t:-T?— BfeMi: 9^^bfCo #ibtL/c®#^^^GennomicPrep™ Cells 
and Tissue DNA Isolation Kit (Amersham Pharmacia Biotechtt) ^rfflv^T^ 
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10 0 3 91 

(2) yyj>>m}n(om.mt 

KSma^n^LfzY/'t^^. BamHI. EcoRI> Hindlll. Smal^ Saclisitnhol 

[0 0 4 01 

(3) PCR 

KSl^GDH y8 -9- h <^ N 5k>^ V ^' ;V@£^iJf|it O^SSB^O h > b 

^,-7^y„l^y9^v- (EFl@e>^J#-^ 7 ) 50pmol. /^-T. 7^9 ^ (ERllB 
^J#-t8) 50pmol (zfy ^ -^-ii^^-TMlavitrogeiimzmt^m . LATaq ( 

iW) ) 0.5mK dNTP^m 8y« 1. 10 XPCR buffer UCffl^TK^r^ 
50/zli:'&^i9lcSnx.. 7^ni/^Ax:^7°n>bn-;V>'XT-A PC-801 (ASTE 
C) ^fflv>-CPCR=&#-ofZo PCRO^jSti. mT<^*#-e^f of^o 9410 S:^'. 98"C 
20#. 62^ 30#«r30-9--r i5'>'K^t^> 72*0 6^9-. 72^ lO^o 

[0 0 4 11 

[0 0 4 21 

< 3 >PCRj#iIilif>tOv-i^ J^>v>:^ 
(1) TA^U-^>i^ 

. Gene clean II KIT (BiolOl inc.) ^fflv^TffimbfCo ^:OifM-«r. pGEMR-T 
and pGEMR-T EASY Vector Systems (Promega) ^fflV^T. pGEM-T Vector fr' 7^ 

=lr?^^^^U T>'t•^^V>' 50A^g/mK X-Gal 40/ug/mK IPTG 0.1/^M^-^tfL 
^5c^%=&fflv^-C-Bfe^^ Lytic m^tfc3n--*-iba#.<^=inc:^-=l:M«^L 



miiE#2 004-3036613 



S^m 2003-082739 



y^-~J : 14/ 



10 0 4 31 

(2) v-;J^:r:v;^-»^>7';K^P^ 

# h ivfz -fyy^^V =S:FNase^!!ka L ^ C: flKO. 6l&S<^20% PEG6000/2. 5M NaCl 
^Jnx., ^X±t'lB#raifcmt/Co -eomSOOOr.p.m. 4t:T'1555'^3t'i:^^^l ^ 

[0 0 4 4] 

(3) DNAi^^@B^J<^^^ 

(2) rifbtty^c^'^^^^ K60tfAifM-<^^*@fi^'J*. ABI PRISM™310 Genet 
ic Analzer ( PERKIN-EUUER Applised Biosystems) ^fflv^Tjiilff L/^o 
(D-^A^^^U-^-y^^^^ ^;&>t,M137'7'<*^-=SrfflV^T^fA®f>^-<^— g|S<7)@B^!j 

[0 0 4 5] 

Y-^^^h^khho T^/mE^J55^^tm^tL;g,^^»{i45.276Da-e^i9. v 
;v^7'^ K =Sr^\/^fc^S42, 731Da{i. SDS-PAGE;&> ib lb ftfzY^lWSMp 
^y-^^-y hO:^^443kDa^t5t?I^^^'(it-e^>o/co ^-^y^^y Y<Dr<y 
^SB^J't'lcili, ^h^'H-A c tiiSV^T^AhO^'^'^-^-^ (@£^J#-^1 1) 

10 0 4 6] 

y)V7. hc^T • VT-^-bT-'VA (Ralstonia solanacearum) ^^(D:^^i/ Vl^V 
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it-v^v;^ (Gluconobacter oxydans) fi5^<^y ;ve b -;Hgi7lc^i^#0^ h ^ 
'7 > ^48%. J:-;ve::iT • vy'^j^T^-f (Eriwinia cypripedii 

T-i-hVT (Pantoea citrea) ^^2 Y -^)^:=^>mM^mmm<0^ ^ ^ 

atat-fST-t^ m^SB^iJv^^v-eg 2. 0%. T^y®^V^;i/'C9 2. 2%<^>^B[^ 
[0 0 4 7] 

[Hife-B^ 21 V i T • 3 ^<D(m a p T^i=SPf-<O^XRXf c c m^<^ 

list 

o -t-^^*). iwim**^TLm#:i§*('i^v^-/> V 1 og> ig. Naci 

5g. KH2PO4 2g. 5g; lU pH 7.2)*fflv^r. 34X:-r— Bfe^tiL 

fwo JimL/cm#=£r?t'i:^^9-Sim^^J:'9liIlRbfCo i(Om#^10mM NaCK 20mM Tr 
is-HCl(pH8.0), ImMEDTA. 0.5% SDS. lOO^g/mloynx-f -^-^fK^r-^tfi^?^ 

[0 0 4 8] 

< 2 >GDHa ^at<5d^<^pm 

^^-i:i-;s>PCRlwJ: GDHO7 "^-/^-y « 
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^-v^: 16/ 



10 0 4 9] 

<y t V - ^ ' cFi> 

5' -CATCCCATGGCACACAACGACAACAC-3' 1 2 ) 

< U f^-Ts-fy -i : GDHbUl> 

5' -(m:GACGATCTIUrrcCAGCCGAACATCAC-3' (BB^J#-t 1 3 ) 

[0 0 5 0] 

^!!LaL7tpTrc99A (Phanoaciali) ^ Y-'y B^X^fZo ^hi^fzm^Ti.-^^ 9 
-T-E. coli DH5«=^5^@^mt. T > li"'>i; >50;£g/iDL^'^tfLB^5c^«fe-e^ 
D ^ n n ^ - L/co # tL/c5^®^m#^ T^^^^LB^^"^'^^ l-"^ "^^ ^ 
$K=J:«mL. -eo#ADNAifH-^l»^L.y::i:-5. l^3.8kb<^#A®fM-«lE$ 
iLfzo K^pTrc99A7 a p t^^\.fzo ^-f^:^^ K<f<7)GDHa ^itiS 

trcyn*-^5'-lCj:o-C$im$tL;&o pTrc99Ay « TVtfi^'J>it 

10 0 5 1] 

<3>c cmmy^X^ K<Opim 
pTrc99A7 « /? ^EcoT221-em t/d^l::^«^^ti-'fbL/^o :5fel::NotI'evmk L 
75tfn-;^y;vm^^Mt^i')^^^DNAifJt^^^l> HJlXL/^o c:<^DNAK>fit 
=&ScaIiiNotI-e?i<bLfs:pBBR122 (MoBiTec?±) ^'#ALT. pBBGDHy a ^ ^im 

Lfzo 

[0 0 5 2] 

E. coli JM109i:l9^fe#itf^^-^'*^^l-^-^'^^^^^-° f'&t?*). I^IB* 
tLSm ('K'J^^h^ lOg. ^^-^^^ 5g- NaCl lOg ; lU pH7.0) =&ffiV^T 

=&10mMNaCU 20inM Tris-HCl (pH8.0). InM EDTA. 0.5% SDS. 100;.g/ml<^-/nx 

ifK=^^tf?#?^«.?iU sor-eemwatfco cirt'^*<^>7^y 

EUiXbfZo itLlc*|.?fe^0.3MtC^^J:dl^i^mi->'J'^^^inx.. 2^»<0^^ 
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[0 0 5 3] 

[0 0 5 4] 

^y^ry^ y-fp y( : ECccmDl> 

5' - TOX:CATOnTGM(X:CAGAGAGTrACTIT -3' (M9m^ 1 4 ) 

< i; 7^9 ^ : ECccmUl> 

5'- TTATrTACTCTCCTGCGGCGACAAATGTTG -3' (SE^iJ#-t 1 5) 
[0 0 5 5] 

BJMccm^^^mU/^o pBBGDHy « ;8 ^Ncommtl-^ - ^ ^ > 
[0 0 5 6] 

< 4 >GDH « ^ a^Si^SLt;^ c c mm<^ii- 3. li T ♦ 3 i; -.<^)SA 

E. coli JM109=&pTrc99A7 a yS:5:0^pBBJMccin'e^KKmt> JM109/pTrc99Ar 
ap, pBBJMccm=&#f^o n >- h n-;Vi: t-CpTrc99Ar « t'E. coli JMl 

09=Sr?^«^^l-^-JM109/pTrc99Ay a p^nt^o 

itt^<oBS^m#=^50;«g/mlT>fc''>V VfcSOAzg/ml;?;-^-^^'^^ (JM109/ 
pTrc99Ay pBBJMccm) . t l±50 ;« g/ml T > ^ v > (JM109/pTrc99Ay « 

;8) :^-^tfl0mLO2XYm«b-e34t:> l^^^S^^bf^o tfz. f)V^'^^)Vr') 

-^A^^-^tfiomM V ^ ^mmm. (pH7.o) ^:m^tzmm'^mz^^m 

10 0 5 7] 

GDmmrA<^^mzrwm\^rzo Aim ^)>mmmmm.o. 20mM i^;vn-7. 
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. 600nmO^^J^^<l:^Stet-C^i6fCo GDHtSttfi. 2. n n "7 ^ / 

„;K7)>0.^^^|^|gr4.76inM/cm^fflv>-r. ^^■^'^1 (U) (il^^l- 1 
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<130> P-B0276 
<141> 2003-03-25 
<160> 15 

<170> Patentin Ver. 2. 0 

<210> 1 
<211> 2467 
<212> DNA 

<213> Burkhorderia cepacia 

<220> 

<221> CDS 

<222> (258).. (761) 

<220> 
<221> CDS 

<222> (764).. (2380) 

<220> 
<221> CDS 

<222> (2386) .. (2466) 
<400> 1 

aagctttctg tttgattgca cgcgattcta accgagcgtc tgtgaggcgg aacgcgacat 
gcttcgtgtc gcacacgtgt cgcgccgacg acacaaaaat gcagcgaaat ggctgatcgt 
tacgaatggc tgacacattg aatggactat aaaaccattg tccgttccgg aatgtgcgcg 
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tacatttcag gtccgcgccg atttttgaga aatatcaagc gtggttttcc cgaatccggt 240 
gttcgagaga aggaaac atg cac aac gac aac act ccc cac teg cgt cgc 290 

Met His Asn Asp Asn Thr Pro His Ser Arg Arg 
1 5 10 

cac ggc gac gca gcc gca tea ggc ate aeg egg cgt eaa tgg ttg eaa 338 
His Gly Asp Ala Ala Ala Ser Gly He Thr Arg Arg Gin Trp Leu Gin 

15 20 25 

gge geg etg gcg ctg aec gea geg ggc etc aeg ggt teg etg aca ttg 386 
Gly Ala Leu Ala Leu Thr Ala Ala Gly Leu Thi Gly Ser Leu Thr Leu 

30 35 40 

egg gcg ett gea gac aac ccc ggc act gcg ceg etc gat aeg ttc atg 434 
Arg Ala Leu Ala Asp Asn Pro Gly Thr Ala Pro Leu Asp Thr Phe Met 

45 50 55 

aeg ctt tec gaa teg ctg acc ggc aag aaa ggg etc age cgc gtg ate 482 
Thr Leu Ser Glu Ser Leu Thr Gly Lys Lys Gly Leu Ser Arg Val He 
60 65 70 75 

gge gag cgc etg etg cag gcg ctg cag aag gge teg ttc aag aeg gcc 530 
Gly Glu Arg Leu Leu Gin Ala Leu Gin Lys Gly Ser Phe Lys Thr Ala 

80 85 90 

gac age etg ceg cag etc gee gge gcg etc gcg tec ggt teg ctg aeg 578 
Asp Ser Leu Pro Gin Leu Ala Gly Ala Leu Ala Ser Gly Ser Leu Thr 

95 100 105 

cet gaa cag gaa teg etc gca etg aeg ate etc gag gcc tgg tat etc 626 
Pro Glu Gin Glu Ser Leu Ala Leu Thr He Uu Glu Ala Trp Tyr Leu 

110 115 120 

ggc ate gte gac aac gte gtg att aeg tac gag gaa gca tta atg ttc 674 
Gly He Val Asp Asn Val Val He Thr Tyr Glu Glu Ala Uu Met Phe 

125 130 135 

gge gte gtg tee gat aeg etc gtg ate cgt teg tat tge ccc aac aaa 722 
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Gly Val Val Ser Asp Thr Leu Val He Arg Ser Tyr Cys Pro Asn Lys 
140 145 150 155 

ccc ggc ttc tgg gcc gac aaa ccg ate gag agg caa gcc tg atg gcc 
Pro Gly Phe Trp Ala Asp Lys Pro He Glu Arg Gin Ala Met Ala 
160 165 170 

gat acc gat acg caa aag gcc gac gtc gtc gtc gtt gga teg ggt gtc 
Asp Thr Asp Thi Gin Lys Ala Asp Val Val Val Val Gly Ser Gly Val 

175 180 185 

gcg ggc gcg ate gtc geg cat cag etc geg atg geg ggc aag gcg gtg 
Ala Gly Ala He Val Ala His Gin Leu Ala Met Ala Gly Lys Ala Val 

190 195 200 

ate ctg etc gaa gcg ggc ccg cgc atg ccg ege tgg gaa ate gtc gag 
He Leu Leu Glu Ala Gly Pro Arg Met Pro Arg Trp Glu He Val Glu 

205 210 215 

cgc ttc cgc aat cag ccc gac aag atg gac ttc atg gcg ccg tac ccg 
Arg Phe Arg Asn Gin Pro Asp Lys Met Asp Phe Met Ala Pro Tyr Pro 

220 225 230 

teg age ccc tgg gcg ccg cat ccc gag tac ggc ccg ccg aac gac tac 
Ser Ser Pro Trp Ala Pro His Pro Glu Tyr Gly Pro Pro Asn Asp Tyr 
235 240 245 250 

ctg ate ctg aag ggc gag eac aag ttc aac teg cag tac ate cgc geg 
Leu He Leu Lys Gly Glu His Lys Phe Asn Ser Gin Tyr He Arg Ala 

255 260 265 

gtg ggc ggc acg acg tgg eac tgg gee gcg teg gcg tgg cgc ttc att 
Val Gly Gly Thr Thr Trp His Trp Ala Ala Ser Ala Trp Arg Phe He 

270 275 280 

ccg aac gac ttc aag atg aag age gtg tac ggc gtc ggc cgc gac tgg 
Pro Asn Asp Phe Lys Met Lys Ser Val Tyr Gly Val Gly Arg Asp Trp 
285 290 295 



769 



817 



865 



913 



961 



1009 



1057 



1105 



1153 
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ccg ate cag tac gac gat etc gag ccg tae tat cag egc geg gag gaa 
Pro He Gin Tyr Asp Asp Leu Glu Pro Tyr Tyr Gin Arg Ala Glu Glu 

300 305 310 

gag cte gge gtg tgg ggc ceg ggc cce gag gaa gat ctg tae teg eeg 
Glu Leu Gly Val Trp Gly Pro Gly Pro Glu Glu Asp Leu Tyr Ser Pro 
315 320 325 330 

cgc aag cag ccg tat ceg atg ccg ccg ctg ccg ttg teg ttc aae gag 
Arg Lys Gin Pro Tyr Pro Met Pro Pro Leu Pro Leu Ser Phe Asn Glu 

335 340 345 

cag acc ate aag acg geg ctg aac aac tac gat ccg aag ttc cat gtc 
Gin Thr He Lys Thr Ala Leu Asn Asn Tyr Asp Pro Lys Phe His Val 

350 - 355 360 

gtg acc gag ccg gtc geg cgc aac age cgc ccg tac gac ggc cgc ccg 
Val Thr Glu Pro Val Ala Arg Asn Ser Arg Pro Tyr Asp Gly Arg Pro 

365 370 375 

act tgt tgc ggc aac aac aac tgc atg ccg ate tgc ccg ate ggc geg 
Thr Cys Cys Gly Asn Asn Asn Cys Met Pro He Cys Pro He Gly Ala 

380 385 390 

atg tae aac ggc ate gtg cac gtc gag aag gee gaa cgc gee ggc geg 
Met Tyr Asn Gly He Val His Val Glu Lys Ala Glu Arg Ala Gly Ala 
395 400 405 410 

aag ctg ate gag aac geg gtc gtc tac aag etc gag acg ggc ccg gac 
Lys Leu He Glu Asn Ala Val Val Tyr Lys Leu Glu Thr Gly Pro Asp 

415 420 425 

aag cgc ate gtc geg geg cte tac aag gac aag acg ggc gee gag cat 
Lys Arg He Val Ala Ala Leu Tyr Lys Asp Lys Thr Gly Ala Glu His 

430 435 440 

cgc gtc gaa ggc aag tat ttc gtg etc gee geg aac ggc ate gag acg 
Arg Val Glu Gly Lys Tyr Phe Val Leu Ala Ala Asn Gly He Glu Thr 



1201 



1249 



1297 



1345 



1393 



1441 



1489 



1537 



1585 



1633 
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445 450 455 

ccg aag ate ctg ctg atg tec gcg aac cge gat ttc ccg aac ggt gtc 
Pro Lys He Leu Leu Met Ser Ala Asn Arg Asp Phe Pro Asn Gly Val 

460 465 470 

geg aac age teg gac atg gtc ggc cgc aac ctg atg gac cat ccg ggc 
Ala Asn Ser Ser Asp Met Val Gly Arg Asn Leu Met Asp His Fro Gly 
475 480 485 490 

acc ggc gtg teg ttc tat gcg age gag aag ctg tgg ccg ggc cgc ggc 
Thr Gly Val Ser Phe Tyr Ala Ser Glu Lys Uu Trp Pro Gly Arg Gly 

495 500 505 

ccg cag gag atg aeg teg ctg ate ggt ttc cgc gac ggt ccg tte cgc 
Pro Gin Glu Met Thr Ser Leu He Gly Phe Arg Asp Gly Pro Phe Arg 

510 515 520 

gcg acc gaa gcg gcg aag aag ate eae ctg teg aac ctg teg ege ate 
Ala Thr Glu Ala Ala Lys Lys He His Leu Ser Asn Leu Ser Arg He 

525 530 535 

gae cag gag aeg eag aag ate ttc aag gee ggc aag ctg atg aag ccc 
Asp Gin Glu Thr Gin Lys He Phe Lys Ala Gly Lys Leu Met Lys Pro 

540 545 550 

gae gag etc gac gcg eag ate cge gae egt tec gca cgc tac gtg eag 
Asp Glu Leu Asp Ala Gin He Arg Asp Arg Ser Ala Arg Tyr Val Gin 
555 560 565 570 

ttc gac tgc tte cac gaa ate ctg ccg caa ccc gag aac cgc ate gtg 
Phe Asp Cys Phe His Glu He Leu Pro Gin Pro Glu Asn Arg He Val 

575 580 585 

ccg age aag aeg geg ace gat geg ate ggc att ccg ege ccc gag ate 
Pro Ser Lys Thr Ala Thr Asp Ala He Gly He Pro Arg Pro Glu He 

590 595 600 

aeg tat geg ate gac gae tac gtg aag cgc ggc gee gcg eat aeg cge 



1681 



1729 



1777 



1825 



1873 



1921 



1969 



2017 



2065 



2113 
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Thr Tyr Ala He Asp Asp 

605 

tac gcg acc gcc 
Tyr Ala Thr Ala 



gag gtc 
Glu Val 
620 
ttc aac 
Phe Asn 
635 

atg ggc 
Met Gly 

ttc gac 
Phe Asp 

gtc ggt 
Val Gly 

atg teg 
Met Ser 

700 
act ttc 
Thr Phe 

715 
gcc gat 
Ala Asp 
730 



gac gaa 
Asp Glu 

gcc gat 
Ala Asp 

cat ccg 
His Pro 
670 
acc gta 
Thr Val 
685 

gac acg 
Asp Thr 



ttc gcg 
Phe Ala 
640 
gcg cgc 
Ala Arg 
655 

aac ctg 
Asn Leu 

aac gtg 
Asn Val 

ctg aag 
Leu Lys 



2161 



2209 



2257 



2305 



etc ate gee ggc 
Leu He Ala Gly 

gcg gcc gat c 
Ala Ala Asp 



Tyr Val Lys Arg Gly Ala Ala His Thr Arg 

610 615 
gcg aag gtg etc ggc ggc acg gac gtc gtg 
Ala Lys Val Leu Gly Gly Thr Asp Val Val 
625 630 
ccg aac aat cac ate acg ggc teg acg ate 
Pro Asn Asn His He Thr Gly Ser Thr He 
645 650 
gac tec gtc gtc gac aag gac tgc cgc acg 
Asp Ser Val Val Asp Lys Asp Cys Arg Thr 

660 665 
ttc att teg age age gcg acg atg ccg acc 
Phe He Ser Ser Ser Ala Thr Met Pro Thr 

675 680 
aeg ctg acg ate gee gcg etc gcg ctg egg 
Thr Leu Thr He Ala Ala Leu Ala Leu Arg 

690 695 
aag gaa gtc tgacc gtg egg aaa tet act etc 2403 
Lys Glu Val Val Arg Lys Ser Thr Leu 

705 710 
tgc etc gcg ttg ccg ggc ttc gcg cgc gcg 2451 
Cys Leu Ala Leu Pro Gly Phe Ala Arg Ala 
720 725 

2467 



2353 



<210> 2 
<211> 168 
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<212> PRT 

<213> Burkhorderia cepacia 



<400> 2 

Met His Asn Asp Asn Thr Pro His Ser Arg Arg His Gly Asp Ala Ala 

15 10 15 

Ala Ser Gly lie Thr Arg Arg Gin Trp Leu Gin Gly Ala Leu Ala Leu 

20 25 30 

Thr Ala Ala Gly Leu Thr Gly Ser Leu Thr Leu Arg Ala Leu Ala Asp 

35 40 45 

Asn Pro Gly Thr Ala Pro Leu Asp Thr Phe Met Thr Leu Ser Glu Ser 

50 55 60 

Leu Thr Gly Lys Lys Gly Leu Ser Arg Val He Gly Glu Arg Leu Leu 
65 70 75 80 

Gin Ala Leu Gin Lys Gly Ser Phe Lys Thr Ala Asp Ser Leu Pro Gin 

85 90 95 

Leu Ala Gly Ala Leu Ala Ser Gly Ser Leu Thr Pro Glu Gin Glu Ser 

100 105 110 

Leu Ala Leu Thr He Leu Glu Ala Trp Tyr Leu Gly He Val Asp Asn 

115 120 125 

Val Val He Thr Tyr Glu Glu Ala Leu Met Phe Gly Val Val Ser Asp 

130 135 140 

Thr Leu Val He Arg Ser Tyr Cys Pro Asn Lys Pro Gly Phe Trp Ala 
145 150 155 160 

Asp Lys Pro He Glu Arg Gin Ala 
165 

<210> 3 
<211> 539 
<212> PRT 
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<213> Burkhorderia cepacia 



<400> 3 

Met Ala Asp Thr Asp Thr Gin Lys Ala Asp Val Val Val Val Gly Ser 

1 5 10 15 

Gly Val Ala Gly Ala He Val Ala His Gin Leu Ala Met Ala Gly Lys 

20 25 30 

Ala Val He Leu Leu Glu Ala Gly Pro Arg Met Pro Arg Trp Glu He 

35 40 45 

Val Glu Arg Phe Arg Asn Gin Pro Asp Lys Met Asp Phe Met Ala Pro 

50 55 60 

Tyr Pro Ser Ser Pro Trp Ala Pro His Pro Glu Tyr Gly Pro Pro Asn 
65 70 75 80 

Asp Tyr Leu He Leu Lys Gly Glu His Lys Phe Asn Ser Gin Tyr He 

85 90 95 

Arg Ala Val Gly Gly Thr Thr Trp His Trp Ala Ala Ser Ala Trp Arg 

100 105 110 

Phe He Pro Asn Asp Phe Lys Met Lys Ser Val Tyr Gly Val Gly Arg 

115 120 125 

Asp Trp Pro He Gin Tyr Asp Asp Leu Glu Pro Tyr Tyr Gin Arg Ala 

130 135 140 

Glu Glu Glu Leu Gly Val Trp Gly Pro Gly Pro Glu Glu Asp Leu Tyr 
145 150 155 160 

Ser Pro Arg Lys Gin Pro Tyr Pro Met Pro Pro Leu Pro Leu Ser Phe 

165 170 175 

Asn Glu Gin Thr He Lys Thr Ala Leu Asn Asn Tyr Asp Pro Lys Phe 

180 185 190 

His Val Val Thr Glu Pro Val Ala Arg Asn Ser Arg Pro Tyr Asp Gly 
195 200 205 
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Arg Pro Thr Cys Cys Gly Asn Asn Asn Cys Met Pro He Cys Pro He 

210 215 220 

Gly Ala Met Tyr Asn Gly He Val His Val Glu Lys Ala Glu Arg Ala 
225 230 235 240 

Gly Ala Lys Uu He Glu Asn Ala Val Val Tyr Lys Leu Glu Thr Gly 

245 250 255 

Pro Asp Lys Arg He Val Ala Ala Leu Tyr Lys Asp Lys Thr Gly Ala 

260 265 270 

Glu His Arg Val Glu Gly Lys Tyr Phe Val Leu Ala Ala Asn Gly He 

275 280 285 

Glu Thr Pro Lys He Leu Leu Met Ser Ala Asn Arg Asp Phe Pro Asn 

290 295 300 

Gly Val Ala Asn Ser Ser Asp Met Val Gly Arg Asn Leu Met Asp His 
305 310 315 320 

Pro Gly Thr Gly Val Ser Phe Tyr Ala Ser Glu Lys Leu Trp Pro Gly 

325 330 335 

Arg Gly Pro Gin Glu Met Thr Ser Leu He Gly Phe Arg Asp Gly Pro 

340 345 350 

Phe Arg Ala Thr Glu Ala Ala Lys Lys He His Leu Ser Asn Leu Ser 

355 360 365 

Arg He Asp Gin Glu Thr Gin Lys He Phe Lys Ala Gly Lys Leu Met 

370 375 380 

Lys Pro Asp Glu Leu Asp Ala Gin He Arg Asp Arg Ser Ala Arg Tyr 
385 390 395 400 

Val Gin Phe Asp Cys Phe His Glu He Leu Pro Gin Pro Glu Asn Arg 

405 410 415 

He Val Pro Ser Lys Thr Ala Thr Asp Ala He Gly He Pro Arg Pro 

420 425 430 

Glu He Thr Tyr Ala He Asp Asp Tyr Val Lys Arg Gly Ala Ala His 
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435 440 445 

Thr Arg Glu Val Tyr Ala Thr Ala Ala Lys Val Leu Gly Gly Thr Asp 

450 455 460 

Val Val Phe Asn Asp Glu Phe Ala Pro Asn Asn His He Thr Gly Ser 
465 470 475 480 

Thr He Met Gly Ala Asp Ala Arg Asp Ser Val Val Asp Lys Asp Cys 

485 490 495 

Arg Thr Phe Asp His Pro Asn Leu Phe He Ser Ser Ser Ala Thr Met 

500 505 510 

Pro Thr Val Gly Thr Val Asn Val Thr Leu Thr He Ala Ala Leu Ala 

515 520 525 

Leu Arg Met Ser Asp Thr Leu Lys Lys Glu Val 
530 535 

<210> 4 
<211> 27 
<212> PRT 

<213> Burkhorderia cepacia 
<400> 4 

Val Arg Lys Ser Thr Leu Thr Phe Leu He Ala Gly Cys Leu Ala Leu 

15 10 15 

Pro Gly Phe Ala Arg Ala Ala Asp Ala Ala Asp 
20 25 

<210> 5 
<211> 16 
<212> PRT 

<213> Burkhorderia cepacia 
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<400> 5 

Ala Asp Ala Ala Asp Pro Ala Leu Val Lys Arg Gly Glu Tyr Leu Ala 
1 5 10 15 

<210> 6 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
<220> 

<221> UNSURE 

<222> (6,17,18,19,22) 

<223> Xaa=unknown 

<400> 6 

Ala Asp Ala Ala Asp Xaa Ala Leu Val Lys Arg Gly Glu Tyr Leu Ala 

15 10 15 

Xaa Xaa Xaa Asp Cys Xaa Ala Cys His 
20 25 

<210> 7 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
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•<220> 

<223> Description of Artificial Sequence: primer 
<400> 7 

tgcaccgtgc ggaaatctac tctcact 2 

<210> 8 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 8 

acttccttct tcagcgtgtc cgacatc 

<210> 9 
<211> 1441 
<212> DNA 

<213> Burkholderia cepacia 

<220> 
<221> CDS 

<222> (121) .. (1398) 
<400> 9 

tccgaacctg ttcatttcga gcagcgcgac gatgccgacc gtcggtaccg taaacgtgac 
gctgacgatc gccgcgctcg cgctgcggat gtcggacacg ctgaagaagg aagtctgacc 
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gtg egg aaa tct act etc act ttc etc ate gee ggc tgc etc gcg ttg 
Val Arg Lys Ser Thx Leu Thr Phe Leu He Ala Gly Cys Leu Ala Leu 

1 5 10 15 

ccg ggc ttc gcg egc gcg gee gat gcg gee gat ecg gcg ctg gte aag 
Pro Gly Phe Ala Arg Ala Ala Asp Ala Ala Asp Pro Ala Leu Val Lys 

20 25 30 

egc ggc gaa tac etc gcg ace gee atg ccg gta ecg atg etc ggc aag 
Arg Gly Glu Tyr Leu Ala Thr Ala Met Pro Val Pro Met Leu Gly Lys 

35 40 45 

ate tac aeg age aac ate aeg ecc gat cec gat acg ggc gae tgc atg 
He Tyr Thr Ser Asn He Thr Pro Asp Pro Asp Thr Gly Asp Cys Met 

50 55 60 

gee tgc eac ace gtg aag ggc ggc aag ecg tac gcg ggc ggc ctt ggc 
Ala Cys His Thr Val Lys Gly Gly Lys Pro Tyr Ala Gly Gly Leu Gly 
65 70 75 80 

ggc ate ggc aaa tgg acg ttc gag gac ttc gag egc gcg gtg egg eac 
Gly He Gly Lys Trp Thr Phe Glu Asp Phe Glu Arg Ala Val Arg His 

85 90 95 

ggc gtg teg aag aac ggc gac aac ctg tat ccg gcg atg ccg tac gtg 
Gly Val Ser Lys Asn Gly Asp Asn Uu Tyr Pro Ala Met Pro Tyr Val 

100 105 110 

teg tac gcg aag ate aag gae gae gac gta egc gcg ctg tac gee tac 
Ser Tyr Ala Lys He Lys Asp Asp Asp Val Arg Ala Leu Tyr Ala Tyr 

115 120 125 

ttc atg eac ggc gte gag ecg gte aag eag gcg ccg ecg aag aac gag 
Phe Met His Gly Val Glu Pro Val Lys Gin Ala Pro Pro Lys Asn Glu 

130 135 140 

ate cca gcg ctg eta age atg egc tgg ccg ctg aag ate tgg aac tgg 
He Pro Ala Leu Leu Ser Met Arg Trp Pro Leu Lys He Trp Asn Trp 



168 



216 



264 



312 



360 



408 



456 



504 



552 



600 
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648 



792 



840 



145 150 155 160 

ctg ttc ctg aag gac ggc ccg tac cag ccg aag ccg teg cag age gee 
Leu Phe Leu Lys Asp Gly Pro Tyr Gin Pro Lys Pro Ser Gin Ser Ala 

165 170 175 

gaa tgg aat cgc gge geg tat etg gtg eag ggt ete geg eac tge age 696 
Glu Trp Asn Arg Gly Ala Tyr Leu Val Gin Gly Leu Ala His Cys Ser 

180 185 190 

aeg tge eae aeg ceg ege gge ate geg atg eag gag aag teg ete gae 744 
Thr Cys His Thr Pro Arg Gly He Ala Met Gin Glu Lys Ser Leu Asp 

195 200 205 

gaa aee gge gge age tte ete geg ggg teg gtg ete gee ggc tgg gac 
Glu Thr Gly Gly Ser Phe Leu Ala Gly Ser Val Leu Ala Gly Trp Asp 

210 215 220 

ggc tac aac ate aeg teg gac ccg aat geg ggg ate gge age tgg aeg 
Gly Tyr Asn He Thr Ser Asp Pro Asn Ala Gly He Gly Ser Trp Thr 
225 230 235 240 

eag cag cag ete gtg eag tat ttg ege aee gge age gtg eeg gge gtc 888 
Gin Gin Gin Leu Val Gin Tyr Leu Arg Thr Gly Ser Val Pro Gly Val 

245 250 255 

geg eag geg gee ggg eeg atg gee gag geg gte gag eae age ttc teg 936 
Ala Gin Ala Ala Gly Pro Met Ala Glu Ala Val Glu His Ser Phe Ser 

260 265 270 

aag atg aee gaa geg gae ate ggt geg ate gee aeg tac gte ege aeg 984 
Lys Met Thr Glu Ala Asp He Gly Ala He Ala Thr Tyr Val Arg Thr 

275 280 285 

gtg eeg gee gtt gee gac age aac geg aag cag ccg egg teg teg tgg 1032 
Val Pro Ala Val Ala Asp Ser Asn Ala Lys Gin Pro Arg Ser Ser Trp 

290 295 300 

gge aag eeg gcc gag gac ggg etg aag etg ege ggt gte geg ete geg 1080 
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1128 



1224 



1272 



Gly Lys Pro Ala Glu Asp Gly Leu Lys Leu Arg Gly Val Ala Leu Ala 
305 310 315 320 

teg teg gge ate gat eeg geg egg etg tat etc ggc aac tgc geg acg 
Ser Ser Gly He Asp Pro Ala Arg Leu Tyr Leu Gly Asn Cys Ala Thr 

325 330 335 

tgc eac cag atg cag ggc aag ggc acg ccg gac ggc tat tac ccg teg 1176 
Cys His Gin Met Gin Gly Lys Gly Thr Pro Asp Gly Tyr Tyr Pro Ser 

340 345 350 

ctg ttc eac aac tec ace gte ggc geg teg aat ccg teg aac etc gtg 
Leu Phe His Asn Ser Thr Val Gly Ala Ser Asn Pro Ser Asn Leu Val 

355 360 365 

cag gtg ate ctg aac gge gtg cag cge aag ate ggc age gag gat ate 
Gin Val He Leu Asn Gly Val Gin Arg Lys He Gly Ser Glu Asp He 

370 375 380 

ggg atg eee get ttc cge tac gat ctg aac gac geg cag ate gee geg 
Gly Met Pro Ala Phe Arg Tyr Asp Leu Asn Asp Ala Gin He Ala Ala 
385 390 395 400 

etg acg aac tac gtg ace geg cag ttc ggc aat ccg geg geg aag gtg 
Leu Thr Asn Tyr Val Thr Ala Gin Phe Gly Asn Pro Ala Ala Lys Val 

405 410 415 

acg gag cag gac gtc geg aag etg cge tga catagteggg cgcgecgaea 1418 
Thr Glu Gin Asp Val Ala Lys Leu Arg 
420 425 
eggcgcaaee gata^aeag gag 



1320 



1368 



1441 



<210> 10 
<211> 425 
<212> PRT 

<213> Burkholderia cepacia 
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<400> 10 

Val Arg Lys Ser Thr Leu Thr Phe Leu He Ala Gly Cys Leu Ala Leu 

15 10 15 

Pro Gly Phe Ala Arg Ala Ala Asp Ala Ala Asp Pro Ala Leu Val Lys 

20 25 30 

Arg Gly Glu Tyr Uu Ala Thr Ala Met Pro Val Pro Met Leu Gly Lys 

35 40 45 

He Tyr Thr Ser Asn He Thr Pro Asp Pro Asp Thr Gly Asp Cys Met 

50 55 60 

Ala Cys His Thr Val Lys Gly Gly Lys Pro Tyr Ala Gly Gly Leu Gly 
65 70 75 80 

Gly He Gly Lys Trp Thr Phe Glu Asp Phe Glu Arg Ala Val Arg His 

85 90 95 

Gly Val Ser Lys Asn Gly Asp Asn Leu Tyr Pro Ala Met Pro Tyr Val 

100 105 HO 

Ser Tyr Ala Lys He Lys Asp Asp Asp Val Arg Ala Leu Tyr Ala Tyr 

115 120 125 

Phe Met His Gly Val Glu Pro Val Lys Gin Ala Pro Pro Lys Asn Glu 

130 135 140 

He Pro Ala Leu Leu Ser Met Arg Trp Pro Leu Lys He Trp Asn Trp 
145 150 155 160 

Leu Phe Leu Lys Asp Gly Pro Tyr Gin Pro Lys Pro Ser Gin Ser Ala 

165 170 175 

Glu Trp Asn Arg Gly Ala Tyr Uu Val Gin Gly Leu Ala His Cys Ser 

180 185 190 

Thr Cys His Thr Pro Arg Gly He Ala Met Gin Glu Lys Ser Uu Asp 

195 200 205 

Glu Thr Gly Gly Ser Phe Uu Ala Gly Ser Val Uu Ala Gly Trp Asp 
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210 215 220 

Gly Tyr Asn He Thr Ser Asp Pro Asn Ala Gly He Gly Ser Trp Thr 
225 230 235 240 

Gin Gin Gin Leu Val Gin Tyr Leu Arg Thr Gly Ser Val Pro Gly Val 

245 250 255 

Ala Gin Ala Ala Gly Pro Met Ala Glu Ala Val Glu His Ser Phe Ser 

260 265 270 

Lys Met Thr Glu Ala Asp He Gly Ala He Ala Thr Tyr Val Arg Thr 

275 280 285 

Val Pro Ala Val Ala Asp Ser Asn Ala Lys Gin Pro Arg Ser Ser Trp 

290 295 300 

Gly Lys Pro Ala Glu Asp Gly Leu Lys Leu Arg Gly Val Ala Uu Ala 
305 310 315 320 

Ser Ser Gly He Asp Pro Ala Arg Leu Tyr Leu Gly Asn Cys Ala Thr 

325 330 335 

Cys His Gin Met Gin Gly Lys Gly Thr Pro Asp Gly Tyr Tyr Pro Ser 

340 345 350 

Leu Phe His Asn Ser Thr Val Gly Ala Ser Asn Pro Ser Asn Leu Val 

355 360 365 

Gin Val He Leu Asn Gly Val Gin Arg Lys He Gly Ser Glu Asp He 

370 375 380 

Gly Met Pro Ala Phe Arg Tyr Asp Uu Asn Asp Ala Gin He Ala Ala 
385 390 395 400 

Leu Thr Asn Tyr Val Thr Ala Gin Phe Gly Asn Pro Ala Ala Lys Val 

405 410 415 

Thr Glu Gin Asp Val Ala Lys Leu Arg 
420 425 



<210> 11 
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<211> 5 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: heme binding motif 
<220> 

<221> UNSURE 
<222> (2.3) 
<223> Xaa=unknown 

<400> 11 

Cys Xaa Xaa Cys His 
1 5 

<210> 12 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

26 

catgccatgg cacacaacga caacac 

<210> 13 
<211> 30 

004-3036613 



2003-082739 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 13 

gtcgacgatc ttcttccagc cgaacatcac 

<210> 14 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 14 

tggccatggt tgaagccaga gagttacttt 

<210> 15 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: prime 
<400> 15 . 
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ttatttactc tcctgcggcg acaaatgttg 



1 : -^-io- 

V->2 :KSl»-'bJ»mL/cGDH 

V->3 : JM109/pTrc99A7 a i8. pBBJMccm^-'bffi^b/iGDH 
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12 3 
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mm 

•eSA^tt, c cm^ (cytochrome C maturation system) Ol&^y&^ii^ 

immm] m i 
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ad M A 



M If # 



[0 00141897] 
1. ^%^nB 2000^ 6^120 



ffiiE#-f- ffiiE#2 0 0 4 



-3036613 
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003-082739 

m m A m M m m 

m^m^ [000004503] 
1 . 0 1990^ 8^ 70 

>^ ^ ^jtiftmntTiTm^^^wnTB 5 o#^ 



miE#-^ aiiE#2 0 0 4 - 3 0 3 6 6 1 3 



